
    

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Transcriptome Analysis Solutions and Spike-In 
Controls in RNA-Seq Workflows 
 
The seminar will give an overview of Lexogen’s complete solutions and services for 
transcriptome analysis by NGS (RNA-Seq). It will more specially focus on the usage of 
SIRVs as RNA-Spike in Controls in RNA-Seq experiments. 
 
2:00 – 2:30 pm: Overview of Lexogen’s RNA-Seq solutions 
2:30 – 3:30 pm: RNA-Seq Spike-in Controls 
3:30 – 4:00 pm: Questions & Discussion 
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 Monday, 2nd March 2020, 2 pm 

 BIG - bioinformatics interest group, Universität Regensburg, 
Universitätsstraße 31, H53 

 

 
Host: BIG - bioinformatics interest group and 
Regensburg International Graduate School of  
Life Science, Contact: Simon Holzinger  
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